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	NO.
	ITEM

(Assign a paragraph number to each item.  Draw a horizontal line between each major paragraph)
	YES
	NO
	N/A

	1
	Open front cover of HAPSITE Analytical Module 
	
	
	

	2
	Remove “Sample Loop” cover by gripping with thumb and forefinger and pulling towards you
	
	
	

	3
	Ensure gap above ribbon cable just below “Sample Loop” area is filled (to make sure concentrator tube parts don’t fall into the gap)
	
	
	

	4
	Loosen metal nut at top of sample loop assembly by rotating to the left by hand or with crescent wrench until it is unthreaded from top post
	
	
	

	5
	Loosen metal nut at bottom of sample loop tube assembly by rotating to the right by hand or with a crescent wrench until it is unthreaded from bottom post
	
	
	

	6
	Push down on top metal nut (spring inside will allow top nut  and insulation sleeve to compress)
	
	
	

	7
	Pull up on plastic elbow assembly that holds threaded post until it is separated from metal sample loop tube of sample loop assembly
	
	
	

	8
	Remove sample loop assembly by pulling out at a slight angle towards you until the bottom of the metal sample loop tube comes out of the bottom threaded post
	
	
	

	9
	Store sample loop assembly and “Sample Loop” cover 
	
	
	

	10
	Remove glass concentrator tube from storage container
	
	
	

	11
	Place plastic nuts over ends of concentrator tube with open ends facing out 
	
	
	

	12
	Place a plastic ferrule, large diameter end first, over each end of concentrator tube and inside plastic nuts
	
	
	

	13
	While holding bottom ferrule in place, place end of the concentrator tube into bottom threaded post
	
	
	

	14
	Lift the top elbow assembly that holds the threaded post and carefully place the top of the concentrator tube into top threaded post
	
	
	

	15
	Press down on top of the top elbow assembly with just enough force to fully seat the concentrator tube
	
	
	

	16
	While maintaining pressure on top of the top elbow assembly, hand-tighten bottom plastic nut until it just begins to contact the ferrule
	
	
	

	17
	Hand-tighten top plastic nut
	
	
	

	18
	Hand-tighten bottom plastic nut
	
	
	

	19
	Place “Concentrator” cover over concentrator tubes so that upper and lower clips inside the cover grasp the brass rings on the concentrator tube
	
	
	

	20
	If sampling for VX (or similar chemical), open sealed bag containing V-G conversion tube.  Do not open sealed bag prior to intended use, as V-G conversion tube is light sensitive and degrades when exposed to air.  Once opened, V-G conversion tube is good for eight hours of exposure to light and/or air.  V-G conversion tube must also be replaced after one exposure to VX (or similar compound)  
	
	
	

	21
	Loosen swagelok nut on end of HAPSOITE probe ¼ to ½ turn
	
	
	

	22
	Insert V-G conversion tube into probe with white pad in the middle of the tube facing the probe and the silver fluoride (black) part in the middle facing the area to be sampled.
	
	
	

	23
	Hand tighten swagelok nut.  V-G conversion tube should be held firmly in place.
	
	
	

	24
	Ensure HAPSITE Analytical Module is in “Remote Mode.”  If it is not, press “3” and “SEL” on the HAPSITE Analytical Module front panel.
	
	
	

	25
	In “HAPSITE” window on laptop, open “Acquire” program
	
	
	

	26
	Click on “Full Method” under “FILES:” in “Acquire for HAPSITE” window 
	
	
	

	27
	If using tenax concentrator tube, select “CLEANTX.FSM”  If using carbopack-x concentrator tube, select “CLEANCX.FSM”
	
	
	

	28
	Click on “Inlet Method” under “FILES:” in “Acquire for HAPSITE” window
	
	
	

	29
	If using tenax concentrator tube, select “CLEANTX.GCH”  If using carbopack-x concentrator tube, select “CLEANCX.GCH”  (Inlet Method must always match Full Method)
	
	
	

	30
	Click on “Data” under “FILES:” in “Acquire for HAPSITE” window
	
	
	

	31
	In activated “Acquire for HAPSITE” window, from “Look in” dropdown menu, select “C:\hapsrun\data” 
	
	
	

	32
	Enter a unique file name and click on “Open”
	
	
	

	33
	In “Data File Title” window, enter the following data and click “OK”  

Title Line 1: Operator name                                 Title Line 2: Date

Title Line 3: Time                                                 Title Line 4: Location
	
	
	

	34
	In “Acquire for HAPSITE” window, ensure there is a check in the box next to “Run AMDIS.”  If there is not a check, click in the box to put a check in it. 
	
	
	

	35
	In “Acquire for HAPSITE” window, click on “Startup Sequence”.  GC Col Temp will go to 150(C.
	
	
	

	36
	When “Start Run” button in “Acquire for HAPSITE” window becomes active, click on it
	
	
	

	37
	Press “Run” button on HAPSITE probe when directed to do so in “Runtime” block at top of “Acquire for HAPSITE” window
	
	
	

	38
	In “Runtime” block of “Acquire for HAPSITE” window, observe “TIC” number.  If TIC is less than 300,000 during the sample run, the “clean” run is acceptable - go to step 43.  If TIC is greater than 300,000, it is not clean enough - go to step 39
	
	
	

	39
	When prompted “RUN COMPLETED,” click on “OK”
	
	
	

	40
	When prompted “Missed 2 of 2 Internal Standard: see QA/QC for details,” click “OK”
	
	
	

	41
	In “AMDIS – Results – File” window, click on “Done” and “Yes”
	
	
	

	42
	In “Delete Result Files for Filename” window, select “Delete” and go to step 25.
	
	
	

	43
	When prompted “RUN COMPLETED,” click on “OK”
	
	
	

	44
	When prompted “NO TARGET CHEMICALS FOUND!” click on “OK”
	
	
	

	45
	When prompted “Missed 2 of 2 Internal Standard: see QA/QC for details,” click “OK”
	
	
	

	46
	In “AMDIS – Results – File” window, click on “Done” and “Yes.” 
	
	
	

	47
	If prompted with “Delete Result Files for Filename” window, select “Keep.”  
	
	
	

	48
	In “HAPSITE” window on laptop, open “Acquire” program
	
	
	

	49
	Click on “Full Method” in “Acquire for HAPSITE” window 
	
	
	

	50
	Select appropriate method from the following:

If sampling a chemical warfare agent, choose from the following options:

                  If using tenax concentrator tube, select “GCAGENTX.FSM”  

                  If using carbopack-x concentrator tube, select “GCAGENHX.FSM”

If sampling a chemical other than a chemical warfare agent, choose from the following options:

                  If using a tenax concentrator tube, select “TIC_TX.FSM”

                  If using a carbopack-x concentrator tube, select “TIC_CX.FSM”
	
	
	

	51
	Click on “Inlet Method” in “Acquire for HAPSITE” window
	
	
	

	52
	Select appropriate method from the following:

If sampling a chemical warfare agent, choose from the following options:

                  If using tenax concentrator tube, select “GCAGENTX.GCH”  

                  If using carbopack-x concentrator tube, select “GCAGENHX.GCH”

If sampling a chemical other than a chemical warfare agent, choose from the following options:

                  If using a tenax concentrator tube, select “TIC_TX.GCH”

                  If using a carbopack-x concentrator tube, select “TIC_CX.GCH”  
	
	
	

	53
	Click on “Data” in “Acquire for HAPSITE” window
	
	
	

	54
	In activated “Acquire for HAPSITE” window, from “Look in” dropdown menu, select “C:\hapsrun\data” 
	
	
	

	55
	Enter a unique file name and click on “Open”
	
	
	

	56
	In “Data File Title” window, enter the following data and click “OK”  

Title Line 1: Operator name                                 Title Line 2: Date

Title Line 3: Time                                                 Title Line 4: Location
	
	
	

	57
	In “Acquire for HAPSITE” window, ensure there is a check in the box next to “Run AMDIS.”  If there is not a check, click in the box to put a check in it. 
	
	
	

	58
	In  “Acquire for HAPSITE” window, click on “Startup Sequence”
	
	
	

	59
	When “Start Run” button in “Acquire for HAPSITE” window becomes active, click on it
	
	
	

	60
	Press “Run” button on HAPSITE probe when directed to do so in “Runtime” block at top of “Acquire for HAPSITE” window
	
	
	

	61
	In “Runtime” block of “Acquire for HAPSITE” window, ensure “GC Event” displays “Line Purge.”  
	
	
	

	62
	Hold probe over sample location for several seconds while “GC Event” in “Runtime” block of “Acquire for HAPSITE” window displays “Loopfill.”  Remove probe from sample area when “GC Event” displays “Pre-desorb”
	
	
	

	63
	In “HAPSITE” window on laptop, open “PACQHAPS” program
	
	
	

	64
	In “PACQHAPS for HAPSITE” window, select “File” and “Open Data File”
	
	
	

	65
	Select the data file created in step 55 
	
	
	

	66
	After “Acquisition in Progress” message flashes, the chromatogram from the sample run will be displayed as the sample is being run.
	
	
	

	67
	Once chromatogram fills up the screen, go to “Acquire for HAPSITE”
	
	
	

	68
	In “Acquire for HAPSITE” window, a “RUN COMPLETED” message appears to indicate completion of sampling event.  If this message is not on the screen, observe the “Event Time:” and Elapsed Time:” in the “Runtime” block to see how much time is left in the sampling run.  If the “RUN COMPLETED” message has appeared, click “OK.”  AMDIS will automatically run and display identifications. 
	
	
	

	69
	In “PACQ for HAPSITE” window menu, select “Plots” and “Reset Plot”
	
	
	

	70
	In “PACQ for HAPSITE” window menu, select “Plots” and “Full Plot”
	
	
	

	71
	In “Chro:” window, if peaks on the chromatogram are easily distinguishable, go to step 72.  If peaks are difficult to distinguish due to apparent background noise, go to step 78.  If you’ve already tried step 78, go to step 79.  If peaks appear to be two or more close and/or overlapping peaks, go to step 82.  If a red vertical line extends through a peak, go to step 86.  
	
	
	

	72
	In “Chro:” window, hold left button on mouse down to activate cross hairs on laptop screen
	
	
	

	73
	Line up vertical crosshair with highest point of peak on chromatogram and release mouse button
	
	
	

	74
	In “Spec” window, press F7 to run NIST search for identification of compound
	
	
	

	75
	Press “Alt N” to scroll through hits for selected peak
	
	
	

	76
	To approximate concentration (ballpark figure) of compounds of interest:

Observe the Max # at the top left of mass spectrums in “Spec” windows when analyzing spectra for each separate peak.  Note the Max # for HAPSITE Internal Standard #2 (BPFB) in and the Max # for compounds of interest in their respective “Spec” windows.  Use the values in the following formula:
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x 5 ppm = approximate concentration of compound (ppm)      then go to step 87.
	
	
	

	78
	In “Chro:” window, to subtract background noise, place the cursor on a baseline area just to the left of a peak of interest, hold the control key, and click the left mouse button.  Go to step 71. 
	
	
	

	79
	In “PACQ for HAPSITE” window, select “Chro” from the menu and “Search for Peaks”
	
	
	

	80
	In “Auto Integration Setup” window ensure the values listed are as follows and select “Search”

a. Min peak area: 10000 [image: image2.wmf]                b. Min peak width: 3 [image: image3.wmf]    c. Max peak width: 40 [image: image4.wmf]    

d. Peak resolution: 3 [image: image5.wmf]                       e. Noise level multiplier: 3.0 [image: image6.wmf]        and go to step 72
	
	
	

	81
	In “PACQ for HAPSITE” window menu, select “Modes” and “Zoom Scan Range”
	
	
	

	82
	In “Chro:” window, place the cursor to the left of area to zoom in on and click left mouse button once 
	
	
	

	83
	Move cursor to right of area to zoom in on and click left mouse button once to enlarge selected area.
	
	
	

	84
	In “PACQ for HAPSITE” window menu, select “Modes” and “Plot Spectrum”
	
	
	

	85
	In “Chro:” window, look for separate peaks within overlap area and go to step 72
	
	
	

	86
	A vertical red line through a peak indicates the HAPSITE has been saturated.  Go to step 25 and execute again.  This time, in step 62, only hold the probe over the material to be sampled for a few seconds.
	
	
	

	87
	Report findings to team chief and await instructions for further sampling.  In between sampling events with concentrator tube, run steps 48 through 68 in a clean area (free of contamination), with a tedlar bag of “zero air,” or with a charcoal tube inserted into the probe.  It may be necessary to run steps 48 through 68 a few times until no contamination is found.  Then begin next sampling event at step 48.
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