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	Must complete Startup steps prior to executing this checklist to tune the HAPSITE
	
	
	

	1
	In “PACQHAPS for HAPSITE” window, select “File” and “Open Data File”
	
	
	

	2
	In window, in “Look in” dropdown menu, select A:\Data\method\filename
	
	
	

	3
	In “Chro:” window, if peaks on the chromatogram are easily distinguishable, go to step 4.  If peaks are difficult to distinguish due to apparent background noise, go to step 10.  If you’ve already tried step 10, go to step 11.  If peaks appear to be two or more close and/or overlapping peaks, go to step 14.  If a red vertical line extends through a peak, go to step 25.  
	
	
	

	4
	In “Chro:” window, hold left button on mouse down to activate cross hairs on laptop screen
	
	
	

	5
	Line up vertical crosshair with highest point of peak on chromatogram and release mouse button
	
	
	

	6
	In “Spec” window, press F7 to run NIST search for identification of compound
	
	
	

	7
	Press “Alt N” to scroll through hits for selected peak
	
	
	

	8
	To approximate concentration (ballpark figure) of compounds of interest:

Observe the Max # at the top left of mass spectrums in “Spec” windows when analyzing spectra.  Note the Max # for HAPSITE Internal Standard #2 (BPFB) and the Max # for compounds of interest.  Use the values in the following formula:
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x 5 ppm = concentration of compound (ppm)
	
	
	

	9
	Go to step 26
	
	
	

	10
	In “Chro:” window, to subtract background noise, place the cursor on a baseline area just to the left of a peak of interest, hold the control key, and click the left mouse button.  Go to step 3. 
	
	
	

	11
	In “PACQ for HAPSITE” window, select “Chro” from the menu and “Search for Peaks”
	
	
	

	12
	In “Auto Integration Setup” window ensure the values listed are as follows and select “Search”

a. Min peak area: 10000 [image: image2.wmf]                b. Min peak width: 3 [image: image3.wmf]    c. Max peak width: 40 [image: image4.wmf]    

d. Peak resolution: 3 [image: image5.wmf]                       e. Noise level multiplier: 3.0 [image: image6.wmf] 

Or, change as desired (the default values do not usually require altering)
	
	
	

	13
	Go to step 4
	
	
	

	14
	In “PACQ for HAPSITE” window menu, select “Modes” and “Zoom Scan Range”
	
	
	

	15
	In “Chro:” window, place the cursor to the left of area to zoom in on and click left mouse button once 
	
	
	

	16
	Move cursor to right of area to zoom in on and click left mouse button once.  Selected area will be enlarged.
	
	
	

	17
	In “PACQ for HAPSITE” window menu, select “Modes” and “Plot Spectrum”
	
	
	

	18
	In “Chro:” window, look for separate peaks within overlap area
	
	
	

	19
	Hold left button on mouse down to activate cross hairs 
	
	
	

	20
	Line up vertical cross hair with apparent peak and release mouse button
	
	
	

	21
	In “Spec” window, press F7 to run NIST search for identification of compound
	
	
	

	22
	Press “Alt N” to scroll through hits for selected peak
	
	
	

	23
	To view full plot again, in “PACQ for HAPSITE” window menu, select “Plots” and “Full Plot”
	
	
	

	24
	Go to step 8.
	
	
	

	25
	A vertical red line through a peak indicates the HAPSITE has been saturated.  Repeat sampling event with only clean air to clear out the system.  Then repeat sampling event for unknown sample again.  This time only hold the probe over the material to be sampled for a few seconds.
	
	
	

	26
	Report findings to team chief
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